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Page 6, before line 1, 




DETAILED DESORIPT 




OF THE INVENTION 



Page 24, before line 1, li/hsert 

-- BRIEF DESCRIPTION Qfr THE DRAWINGS 
Page 24 , before line 7 , insert 

-- exa^bLes 



IN THE CLAIMS; 

Please delete Claims 1-17. 

Please add the following new claims : 



Claim 18. A method of obtaining isolated selected 
species or isolated selected cDNA species useful for diagn^mg 
or identifying a disease or condition or stage thereat in a 
prokaryotic or eukaryotic organism comprising the st&tfs of 




(b) 



(c) 



isolating mRNA from tissue , cells or^feody fluid of 
a normal prokaryotic or eukaryot^erorganism (normal 
sample) , wherein the resulting isolated mRNA is 
optionally subjected reverse transcription to 

obtain isolated cD£ 
isolating mRNA/Erom corresponding tissue, cells or 
body fluid/of a corresponding organism of step (a) 
which i/f known to have said disease or condition or 
a #taqe thereof (diseased sample) , wherein the 
Resulting isolated mRNA is optionally subj ected to 
reverse transcription to obtain isolated cDNA; 
separating, by a non- sequence based separation 
technique, mRNA species or cDNA species present 
within each of the resulting isolated mRNA or 
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(d) 




(e) 



isolated cDNA of step (a) and step (b) , wherein th? 
resulting separated mRNA species are option^fly 
subjected to reverse transcription to jtfbtain 
separated cDNA species; 

selecting two or more mRNA species or puo or more 
cDNA species from the resulting separated mRNA 
species or resulting separated/' cDNA species 
obtained in step (c) , respectively , which are 
present at a different level/in the normal sample 
than in the diseased sampler by identifying a signal 
corresponding to each rnR^fA species or cDNA species, 
wherein the resulting/ selected two or more mRNA 
species are optionally subjected to reverse 
transcription to yobtain two or more selected cDNA 
species; and 

isolating tha^ resulting two or more selected mRNA 
species 01/ resulting two or more selected cDNA 
species y&btained in step (d) to obtain isolated 
selected mRNA species or isolated selected cDNA 
species , wherein the resulting isolated selected 
sFA species are optionally subjected to reverse 



:ranscription to obtain isolated seTeclsd===*cQNA. 



Claim 19. The method as claimed in Claim 18, further 
comprising the step of: 

(f) immobilizing the resulting isolated selected mRNA 
species or isolated selected cDNA species of 
step (e) on at least one solid support. 
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Claim 20. The method as claimed in Claim 19, wherein, prior 
to immobilizing in step (f ) , the resulting isol-SEed selected mRNA 
species or isolated selected cDNA species of step (e) are 
amplified. 

Claim 21. The method as claimed in Claim 18 wherein in 
steps (a) and (b) , the resulting isolated mRNA is subjected to 
reverse transcription to obtain isolated cDNA. 

Claim 22. The method as claimed in Claim 21, wherein said 
isolated cDNA is amplified. 

Claim 23. The method as claimed in Claim 22, wherein said 
isolated cDNA is labeled. 

Claim 24 . The method as claimed in Claim 18 , wherein, in 
step (e) , between 50 and 100 mRNA species or cDNA species are 
isolated and selected. 

Claim 25. The method as claimed in Claim JJ$ , wherein, in 
step (c) , said separation technique is gel electrophoresis. 

Claim 26. The method as claimed in Claim 18, wherein said 
organism is human. 

Claim 27. The method as claimed in Claim 19, wherein said 
solid support is a filter. ^ 

Claim 28. The method as claimed in Claim 18, wherein said 
disease is cancer. — ' 



Claim*29. A gene transcript pattern probe kit for 
diagnosing or identifying a disease or condition or stage 
thereof in a eukaryotic QEZp rcotea icy o ts i rr organism comprising at 
least one solid support having immobilized thereon two or more 
mRNA species or cDNA species isolated and selected in accordance 
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with the method as recited in steps (a) to (e) of Claims 18, 20, 
21, 22, 23, 24, 25, 26, 27 or 23. 

Claim 30. The gene transcript pattern probe kit as claimed 
in Claim 29, further comprising, for comparative purposes, mRNA 
or cDNA from a normal sample; or mRNA or cDNA from a diseased 
sample; or mRNA or cDNA from both a normal sample and a diseased 
sample. 

Claim 31. The gene transcr ipt, 
j fQr- in Claim ^29^ — ■*Tr^ r fTln^r comprising, for comparative purposes, the 




glfgredard gene LiaiibiripL pattern ot Glai -ffl— ^ 



Claim 32 . A method of preparing a gene transcript 
probe kit comprising the steps of: 



pat^t^rn 



(a) isolating mRNA from tissue, cells or body of 
a normal prokaryotic or eukaryotic organism (normal 
sample) , wherein the resulting i^K^lated mRNA is 
optionally subjected to reverb transcription to 
obtain isolated cDNA; 

(b) isolating mRNA from corresponding tissue, cells or 
body fluid of a corresponding organism of step (a) 
which is known teT have a disease or condition or a 
stage thereof (diseased sample) , wherein the 
resulting ^^solated mRNA is optionally subjected to 
reverse/transcription to obtain isolated cDNA ; 

(c) separating, by a non-sequence based separation 
technique , mRNA species or cDNA species present 
within each of the resulting isolated mRNA or 
isolated cDNA of step (a) and step (b) , wherein the 
resulting separated mRNA species are optionally 
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subjected to reverse transcription to obtaij 
separated cDNA species; 

(d) selecting two or more mRNA species or two gfc more 
cDNA species from the resulting separated mRNA 
species or resulting separated cQMA species 
obtained in step (c) , respectively, which are 
present at a different level in t^rfe normal sample 
than in the diseased sample by identifying a signal 
corresponding to each mRNA species or cDNA species, 
wherein the resulting selected two or more mRNA 
species are optionally/ subjected to reverse 
transcription to obtaii/ two or more selected cDNA 
species ; 

(e) isolating the resulting two or more selected mRNA 
species or resul/uing two or more selected cDNA 
species obtained in step (d) to obtain isolated 
selected mRN# species or isolated selected cDNA 
species, wherein the resulting isolated selected 
mRNA species are optionally subjected to reverse 
transcription to obtain isolated selected cDNA 
species ; and 

(f) imgrfobilizing the resulting isolated selected mRNA 
ecies or isolated selected cDNA species of 
step (e) on at least one solid support so as to 
form a gene transcript pattern probe kit. 
laim 33. A method of preparing a standard gene transcript 
pat/ern characteristic of a disease or condition or stage thereof 
prokaryotic or eukaryotic organism comprising the steps of: 
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(a) 



(b) 




isolating mRNA from tissue, cells or body fluid of* 
a test organism known to have said disease or 
condition or stage thereof of a prokaar^otic or 
eukaryotic organism, wherein the resulting isolated 
mRNA is optionally subjecj^a to reverse 
transcription to obtain isol^tTed cDNA ; and 
hybridizing the resultincp^isolated mRNA or isolated 
cDNA of step (a) toS the isolated selected mRNA 
species or isolated selected cDNA species which are 
immobilized ip / ^ the gene transcript pattern probe 
kit of Cj^im 29, and assessing the amount of 
hybridisation so as to obtain said standard gene 
transcript pattern, wherein the isolated selected 
mKNA species or isolated selected cDNA species are 
specific for said disease or condition or stage 



Claim 34. A method of preparing 
pattern comprising the steps of: 



test gene transcript 



(a) isolating mRNA from tissue, cells or body fjsrfxd of 
a test prokaryotic or eukaryotic organlsfn, wherein 
the resulting isolated mRNA is optipilally subjected 
to reverse transcription to qJ>tTain isolated cDNA ; 
and 

(b) hybridizing the resuming isolated mRNA or isolated 
cDNA of step (a>^ to the isolated selected mRNA 
species or isolated selected cDNA species which are 
immobilized in the gene transcript pattern probe 
kit ofT Claim 29, and assessing the amount of 
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hybridization so as to obtain said test gene y 
transcript pattern, wherein the isolated selects 
mRNA species or isolated selected cDNA species/are 
specific for a desired disease or condition or 
f\ stage thereof. 

(j Claim 35. A method of diagnosing or identifying a disease 

^or ^condition or stage thereof in a test/ prokaryotic or 
reukaryotic organism comprising the steps of: 



(a) isolating mRNA from tissue, cells jot body fluid of 
a test prokaryotic or eukaryotic/organism, wherein 
the resulting isolated mRNA is ^optionally subjected 
to reverse transcription to qiStain isolated cDNA ; 

(b) hybridizing the resulting isolated mRNA or isolated 
cDNA of step (a) to tYye isolated selected mRNA 
species or isolated selected cDNA species which are 
immobilized in the c&ene transcript pattern probe 
kit of Claim 29, /and assessing the amount of 
hybridization so/ as to obtain a hybridization 
pattern, wherein the isolated selected mRNA 
species or isolated selected cDNA species are 
specific for said disease or condition or stage 
thereof ; a/id 

(c) comparing the resulting hybridization pattern 
obtained in step (b) with a hybridization pattern 
obtained by hybridizing isolated mRNA or isolated 
cDNSC prepared from an organism known to have said 
di/sease or condition or stage thereof to the 

isolated selected mRNA species or isolated selected 



